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What is claimed. is : : 

1- A methad for identifying a disease-influencing gene, the 
method comprising the steps of: 

a) selecVing individuals having a risk factor for a 
disease 

b) creating queries regarding the individuals' behaviors 
and environments; 

c) storing the queries on a server; 

d) providingX each of the individuals with a remotely 
programmable apparatus having a user interface for 
communicating the queries and for receiving responses , 
and having communication means for communicating with 
the server thriough a communication network; 

e) transmitting the queries from the server to each of the 
remotely prograiranable apparatuses; 

f ) transmitting the\ responses of the individuals to the 
queries from the \emotely programmable apparatuses to 
the server; 

g) creating a database \>f the individuals ' behaviors and 
environments ; 

h) using data mining tecl^iques to distinguish a group of 
individuals having similar behavioral and environmental 
profiles; 

i) categorizing the group of\ individuals into at least two 
categories according to\ the individuals ' disease 
progression; 

j) determining the genotypes of \the at least two categories 
of individuals; 

k) using data mining techniques tio find a gene difference 

between the at least two categories "of individuals; and 
1) identifying the disease-influencing gene. 
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The method of\>claim 1, wherein the disease-influencing 
gene is of the Vvpe which reduces the risk of developing 
the disease. 



4. 



The method of\ claim 2. further comprising the step 
of using the disease-influencing gene to develop a 
drug candidate\for reducing the risk of developing 
the disease. 

The method of cl^im 2, further comprising the step 
of identifying \a protein associated with the 
disease- influencing gene. 

The method of \claim 4, further comprising the 
step of using \the^otein to develop a drug 
candidate for i^cing the risk of developing 
the disease. 



The method of clai 
gene is of the 
developing the di 



:yp 
fease . 



lerein the disease-influencing 
e wWch i«^eases the risk of 



wi 



The method of claim 6, \ further comprising the step 
of using the disease-inVluencing gene to develop a 
drug candidate for reducing the risk of developing 
the disease. 



8. 



The method of claim 6, fu 
of identifying a protei 
disease- influencing gene. 



ther comprising the step 
associated with the 



The method of claim 8, fii^ther comprising the 
step of using the protein^to develop a drug 
candidate for reducing the 
the disease. 



risk of deve 1 op ing 
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b) 

c) 
d) 



A raethod\for identifying a disease-influencing gene, the 

method coWising the steps of: ^ ^ 4=^^ « 

a) selecling individuals having a risk factor for a 

creatiX queries regarding the individuals" behavxors 
and environments; 
storing the queries on a server; 

providing each 6f the individuals with a remotely 
programma^e apparatus having a user interface for 
communicatxVg the queries and for receiving responses 
and having Communication means for communicating wxth 
the server through a communication network; 
transmitting\the queries from the server to each of the 
remotely programmable apparatuses; 

transmitting \he responses of the individuals to the 
queries from t^e remotely programmable apparatuses to 

the server; \ . 

creating a data^se of the individuals' behavxors and 

environments ; x . . • t 

distinguishing a W oup of individuals havxng sxmxlar 

disease progressions^, 

using data mining techniques to categorize the group of 
individuals into atVeast two categories according to 
the individuals' beha^>ioral and environmental profiles; 
determining the genoty^s of the at least two categories 
of individuals; , 

using data mining techniVes to find a gene difference 
between the at least two cWries of individuals; and 
identifying the disease-inf iVencing gene. 



e) 



f) 



g) 



h) 



i) 



j) 



k) 



1) 

11. The method of claim 1 
gene is of the type wh 
the disease. 



srein the disease-influencing 
reduces/ the risk of developing 



12 . The method of cla 
of using the dis 



im l\, fitirther comprising the step 
ffluencing gene to develop a 



ise-: 
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drug candi>iate for reducing the risk of. developing 

the diseased 



13 



The method 
of identif; 
disease-inf lu< 



f claim 11, further comprising the step 
ng a protein associated with the 
sncing gene. 



14 The method\of claim 13, further comprising the 
step of usVng the protein to develop a drug 
candidate fbr reducing the risk of developing 
the disease 



15. The method of claim 
gene is of the t! 
developing the disee 



y. Wherein the disease- influencing 
ie which increases the risk of 
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The method of 
of using the 
drug candidati 
the disease. 



:laiin 15, furt 



'disease- X 



for' 



r comprising the step 
uencing gene to develop a 
ducing the risk of developing 
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19. 



The method of claim ^5, further comprising the step 
of identifying a Uotein associated with the 
disease- influencing gdpe. 

18. The method of claik 17, further comprising the 
step of using theXprotein to develop a drug 
candidate for reduc\ng the risk of developing 

the disease. 

A method for i^dentifying a disease -influencing substance, 
the method comprising the steps of : ^ 

a) selecting individuals having a risk factor for a 

disease; \ 

b) creating queri\s regarding the individuals' behavxors 

and environments\ 
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C) 

d) 



e) 
f) 

g) 

h) 
i) 

j) 
k) 



st6ring the queries on a server; 
proViding each of the individuals with a remotely 
proLaxnmable apparatus having a user interface for 
coAnicating -the queries and for receiving responses, 
and Lving communication means for communicating with 
the s^er through a communication networks- 
transmitting the queries from the server to each of the 
remotelA programmable apparatuses; 

transmitkng the responses of the individuals to the 
queries Aom the remotely programmable apparatuses to 

the server; . . ^ 

creating a \atabase of the individuals" behaviors and 

environments; 

determining trite genotypes of the individuals; 
distinguishing V group of the individuals having sxmxlar 

genotypes ; . 
categorizing the\roup of individuals into at least two 
categories accordi\ to their disease progressions; and 
using ^ data inining\techniques to find a dxsease- 
influencing substa\e from the behavioral and 
environmental profiles Vtween the at least two classes 
of individuals. 



20. The method of c 
substance is o 
developing the 




19, wherein the disease- influencing 
e which reduces the risk of 



21. The method ok claim 20, further comprising the step 
of using thl disease-influencing substance to 



develop a dru- 
developing^ the 



22. The method of clai; 
substance is of 
developing the disea 




didate for reducing the risk of 

!ase. 



Therein the disease-influencing 
e which increases the risk of 
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23 The method of c^laim 22, further comprising the step 
of using the ^l^ease-inf luencing substance to 
develop a. drug 4Widate for reducing the risk of 
developing the dl^ase. 

24 A datVbase and data processing system for finding a 
dlseasXlnfluencing gene a^ong Individuals hayxng a r.sk 
factor Xr a disease, the database and data processing 

system corr^rising: 
c a) a serveA for stormy mui^^— - 

^ ' . . \ ^^..A ^r.r.m^ryv and for storxng the 



6 
7 
8 
9 

O 10 . 

ill 11 i) 

the indivi^ 



serve! for storing queries regarding the xndxvxduals 
behavioA and environment and for storing the 
individual' responses to the queries; 
b) at least \one remotely programmable apparatus xn 
communicat\on with the server, wherein the remotely 
prograramable\ apparatus comprises: 

a user interface for communicating the queries to 
the indivWls and for receiving the responses; and 
ii) communication means for receiving the queries from 
the server ind for transmitting the responses to the 

m server; \ . ^ ^ 

genotyping means\ in communication with the Server for 
obtaining the genAtype of the individual; and 
data mining meani in communication with the server, 
wherein the data miWing means includes: 

i) means for analyzing the responses in order to 
group the indiVi^uals having a similar behavxoral 
and environmenVal profile, a similar disease 
progression, and\ similar genotype; 

ii) means for analyzVng the responses in order to 
group the individXials having a similar dxsease 

progression; \ 

iii) means for analyzingX the responses in order to 
group the individualsVaving a similar genotype; 

and \ . . 

iv) means for identifying \he disease-xnf luencxng 

gene - 



16 c) 
17 

18 d) 
19 
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The system \of claim 24, further comprising at least one 
xnonitor-ing\ device for producing measurements of a 
physiological condition of the individuals and for 



transmittinir th 
programmable >&ppa; 
includes deva\ce/ 
measurements > 
transmitting tph 



m< 



measurements to the remotely 
atus, wherein the apparatus further 
interface means for receiving the 
he monitoring device and means for 
Sasurements to the server. 



b) 



26 The system of ckaim 24, further comprising means for 
' identifying a pVotein associated with the disease- 
influencing gene, 

A databasV and data processing system for use in finding a 
disease-iLluencing substance among individuals havxng a 
risk factoA^or a disease, the database and data processxng 

system con5>rising: . 
a) a server f\r storing queries regarding the xnd.vxduals 
behavior ynd environment and for storing the 
individuals \ responses to the queries; 

at least ^e remotely programmable apparatus xn 
communication with the server, wherein the remotely 
programmable apparatus comprises: 

i) a user interface for communicating the queries to 
the individuVls and for receiving the responses; and 

ii) communication means for receiving the queries from 
the server an^ for transmitting the responses to the 
server * 

genotyping means i\ communication with the server for 
obtaining the genotybe of the individual; and 
data mining means i\ communicatibn with the server, 
wherein the data mining means includes: 

i) means for analyzing the responses in order to 
group the individuks having a similar behavxoral 



c) 
d) 



RYA-136 



43 



pi; 



22 
23 
24 
25 
26 
27 
28 
29 
30 
31 
32 
1 
2 
3 
4 
5 
6 
7 
8 
9 
1 
2 
3 
4 



28 



* and \environmental profile, a similar disease 
progi^ssion, and a similar genotype; 

ii) meansV for analyzing the responses in order to 
group\ the individuals having a similar disease 
progression; 

iii) means Lr analyzing the responses in order to 
group tl^ individuals having a similar genotype; 

and X 

means f or\identifying the disease-inf luencxng 
substance . 



iv) 



The system of cLirn 27, further comprising at least one 
monitoring device for producing measurements of^ a 
physiological cLdition of the individuals and for 
transmitting tlL^measurements to the remotely 



programmable a]^pa 
includes device 
measurements from 



ius, wherein the apparatus further 
^erface means for receiving the 
monitoring device and means for 



transmitting the mkaWrements to the server. 



29 The system of claim \27,.. further comprising^ means for 
* identifying a prote\n associated with the disease- 
influencing gene. 
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